Concentration determination
Step 2 50 x106 cells in a grinding tube 
Objective & Methodology
Results ( For Phaeodactylum triconutum, Student's T test showed no extraction differences between A5min and A28min, meaning these metabolites are easy accessible. The aim of this study is to identify new and original metabolites from microalgae avoiding the risk to isolate molecules already known.
B5min
Microalgae constitute an untapped source of metabolites. This chimiodiversity is a considerable field to investigate. Polyketides, sterols, toxins, terpenes, alkaloids, oxilipins, non ribosomal peptides, mycosporines-like can be cited (Shimizu, 1996) . Among them, some molecules are strongly bounded to thylakoid membranes like pigments, galactolipids (e.g. mono-and digalactosyldiacylglicerols) (Frassanito et al., 2005) .
The strategy adopted in this study to extract almost all the metabolites was grinding the cells with the greatest efficiency possible to foster contacts between solvent and metabolite. Overall, the optimized grinding process can be applied to studies involving simultaneously highthroughput screening of biological activities and dereplication procedures. So, the requirement parameters are :
Complementary informations :
Samples were stained with Lugol before analysis HPLC analysis were achieved according to Van Heukelem & Thomas (2001) modified Central composite design with center and star points to study the influence of factors and their interaction followed by optimization of the method.
The study was achieved as following :
Part 1 : Comparison and selection of the best cell disruption method among 9 laboratory techniques. The response variable was the grinding yield determined by cell counting.
Part 2 : Optimization of the process by response surface design.
Part 3 : Integration of the proposed protocol in the context of high throughput screening.
Image analysis :
Pictures taken under microscope with Ips4 software v4.21 were processed using Matlab 7.0. 
